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15:03 BLASI result added to sequence: LongOrr.asmbi_Y05 3b-gene_cluster_s5Y0Z.5carrold_Y98.12
13:03 BLAST result added to sequence: LongOrf.asmbl_90532-gene_cluster_75898.scaffold_998.8
13:03 BLAST result added to sequence: LongOrf.asmbl_90511-gene_cluster_75888.scaffold_997.12
13:03 BLAST result added to sequence: LongOrf.asmbl_90550-gene_cluster_75913.scaffold_998.26
13:03 BLAST result added to sequence: LongOrf.asmbl_90537-gene_cluster_75902.scaffold_998.13
13:03 BLAST result added to sequence: LongOrf.asmbl_90529-gene_cluster_75898.scaffold_998.5
13:03 BLAST result added to sequence: LongOrf.asmbl_90551-gene_cluster_75914.scaffold_998.27
13:03 BLAST result added to sequence: LongOrf.asmbl_90541-gene_cluster_75906.scaffold_998.17
13:03 BLAST result added to sequence: LongOrf.asmbl_90527-gene_cluster_75897.scaffold_998.3
13:03 The project contains now 19280 sequences.

13:03 DONE

13:05 create new Project

13:05 Loading project form file: blast2go_20121015_1650.dat

13:05 set new Project

13:05 37781 GO-Terms loaded.

Memory usage: 1383MB of 4983MB

Memory usage: 66MB of 4983MB



